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• SABR libraries used to screen 
thousands of antigenic epitopes 

• Data from ongoing antigen discovery 
experiment for SARS-CoV-2

• Screen consisted of ~10,000 
epitopes for F5, C7, Clonotype 1, 
Clonotype 2, and No TCR 

SABR Screen



Using ranks increases resolution
Ex. Dataset 2: F5 v. C7 for average ranks and average reads 



CV versus Mean plots account for both read 
values and variability between replicates 
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